Refinement R[F 2 > 2(F 2 )] = 0.035 wR(F 2 ) = 0.085 S = 1.05 2886 reflections 147 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.73 e Å À3 Á min = À0.46 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis CCD (Oxford Diffraction, 2009); cell refinement: CrysAlis CCD; data reduction: CrysAlis CCD; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PARST (Nardelli, 1995) .
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Comment
The title compound, (I), is part of a search for new functional initiators in polymerization processes (Matyjaszewski & Xia, 2001; Kato et al., 1995) , which is carried out by the Polymer Group of Universidad del Valle (Moreno-Fuquen et al., 2011a; Moreno-Fuquen et al., 2011b) . The molecular structure of (I) is shown in Fig. 1 . There is a twist between the mean plane of the amide group and the benzene ring giving a C4-N1-C5-C6 torsion angle of -172.1 (2) °. This value is very different to that presented in other related systems: [12.7 (4) and -31.2 (5) °, respectively (Moreno-Fuquen et al., 2011a; Moreno-Fuquen et al., 2011b) ]. The difference in the value of torsion angle with respect to other related systems, is probably due to the presence of the hydroxyl group in the benzene ring in (I). The crystal packing is stabilized by O-H···O and weak C-H···O intermolecular hydrogen bonds which link the molecules into one dimensional chains along [100] incorporating C(7) graphs motifs (Etter, 1990 ); see Table 1 and Fig. 2 . Additionally, an intramolecular N-H···Br hydrogen bond is observed (Table 1) .
Experimental 2-Hydroxy-5-methyl aniline (3.512 mmol, 0.432 g), triethylamine (0.635 mmol, 0.064 g) were mixed in a 100 mL round bottom flask. Then, a solution of 2-bromo isobutryl bromide (0.807 g) in anhydrous THF (5 ml) was added drop wise, under an argon stream. The reaction was carried out in a dry bag overnight under magnetic stirring. The solid was filtered off and dichloromethane (20 ml) added to the organic phase which was washed with brine (50 ml) followed by water (10 ml). The solution was concentrated at low pressure affording colourless crystals and recrystallized from a solution of hexane and ethyl acetate (v/v 80:20) . M.pt. 385 (1) K.
Refinement
The H-atoms were positioned geometrically [C-H = 0.95 Å for aromatic-H and C-H = 0.98 Å for methyl-H, and with U iso (H) = (1.2 and 1.5 times U eq of the parent atom, respectively]. The hydroxyl-H1H and amide-H1N atoms were located in a difference Fourier map and were refined freely. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
